extent to which a symptom lies on paths between other symptoms (2) . The networks that these centrality measures are derived from are based on partial correlations in which false positive connections are controlled trough the least absolute shrinkage and selection operator (LASSO) (3) .
MRI acquisition protocol
For resting-state fMRI analysis a T2* weighted single-shot gradient echo EPI sequence was acquired with the following parameters: repetition time (TR)/echo time (TE)/ flip angle (FA) = 2.500ms/30ms/80°; voxel size, 3.00 × 3.00 × 3.00 mm; 45 transverse slices, 200 volumes; scan time ≈ 8.5 min. Participants were instructed to have their eyes open, and refrain from falling asleep.
Scanner noise and subject motion were reduced by using cushions and headphones. For coregistration, we collected a T1-weighted 3D turbo field echo (TFE) scan with SENSE using the following parameters: acceleration factor = 2; TR/TE/FA: 3000 ms/3.61 ms/8°; scan duration: 3 min 16 s, 1 mm isotropic voxels. Due to technical reasons during the time of acquisition, 64 of the individuals were scanned with the initial sagittal phase-encoding (PE) direction and the remaining
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Stability of symptom-based clustering
1: The number of times subjects were "placed" in the clusters was counted across 100 iterations of HDDC. The initial ordering of the resulting heatmap is based on the clustering solution used in all of the analyses in the current study. This test shows that many of the subjects end up in the same cluster, especially for subgroups 1 and 2 ( Figure S7 ).
2:
Cluster_similarity: the similarity between pairs of clustering solution is computed as the Jaccard index. A heatmap of the Jaccard index for 100 runs was created, and a histogram. The median Jaccard index coefficient is roughly 0.75 ( Figure S8 ).
3:
Clustomit: the subjects are clustered into the desired number of clusters (k), in this case 5.
Then, one of the k clusters is left out, including all the subjects within. The rest of the subjects are then clustered into k-1 clusters. Finally, the similarity between the clustering of the original data and the left out clusters are computed using the Jaccard similarity coefficient. A Jaccardian index 0.58 was attained All in all, these tests suggest that the clustering solution used in the current study is quite robust/stable. Displayed is the number of times each subject gets clustered with every other subject. The order of subjects is based on the clustering from the main analysis 
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